Abstract
Introduction that some alleged hybrids belonged to L. imitatrix or M. macrostoma. However, some other 97 specimens were real hybrids between species of Lampedusa and Muticaria (hybrids occur in a small 98 area of a few tens of square metres, see Giusti et al., 1995 for details).
99
The Pelagian and Maltese archipelagos are located in the Sicilian Channel. Together with 100 the eastern coast of Tunisia and the Hyblean region of Sicily, the Maltese and Pelagian islands are 101 the only currently exposed parts of the Pelagian Block, which is the foreland margin of the African 102 continental plate (Pedley, House & Waugh, 1978; Pedley 1990 ; Grasso & Pedley 1985; Gatt, 2007) .
103
The submerged parts of the Pelagian Block were exposed to form a land bridge or corridor (sensu Maltese channel to less than 14km wide (Hunt & Schembri, 1999) . Pelagian biota is on the whole very disharmonic, and includes many endemics (Massa et al., 1995; 153 Caruso, Noto La Diega & Bernini, 2005).
154
Numerous unanswered questions on the biogeography and taxonomy of the alopiine 155 clausiliids of the Sicilian Channel, as well as the need for conserving the rarer members of this 156 complex group of land snails, have prompted the present study. Our analysis includes Information on sampling sites and specimens is summarized in Table 1 variables. The analysis was run with groups defined a priori ("operational groups" and "islands").
203
With this analysis we assessed which measurements contributed to discrimination of groups defined 204 a priori. The sequential chi-square test was used to quantify the extent to which each discriminant 205 function significantly separated groups and structure, and canonical coefficient tables were used to 206 establish the contribution of each measurement to the first two discriminant functions. the GenBank database (see Table 1 for GenBank references -will be submitted on acceptance). 
248
Reached stationarity was evaluated by plotting the likelihood scores of sampled trees against 249 generation time. Trees generated before the stationarity phase were discarded as "burn-in" and 250 posterior probability values for each node were calculated based on the remaining sampled trees.
251
The nuclear ITS-1 region was easily aligned by eye using the program BIOEDIT (version 7.0, 
290
The nuclear dataset was limited to the subset including representatives of Muticaria.
291
Alignment of the 30 ITS-1 nuclear sequences resulted in a matrix with 495 nucleotide positions
292
(including gaps), providing 13 different nuclear variants. On the agarose gels, no evidence of intra- clade. According to the Bayesian analysis, these latter haplotypes (GM1 and GWc1) were 328 unresolved within the Muticaria assemblage. All the other specimens from Gozo were grouped in a
329
clade subdivided into two subclades, containing oscitans and mamotica haplotypes.
from Gozo as a sister group of the Sicilian + Maltese lineages, but with a scarce support (68% should be further investigated.
417
Allopatric differentiation seems to be the main mechanism underlying the radiation of the 
755
Filled square, mamotica; empty square scalaris; filled circles oscitans; empty circles macrostoma; 756 half-filled circles, macrostoma-oscitans (population of difficult determination).
757
Figure 3. Sampling locations used in this study. See Table 1 for abbreviations. Table 1 . Table 2 . Two-way analysis of variance (ANOVA) of the number of ribs on shells of Lampedusa.
780 Table 3 . Two-way analysis of variance (ANOVA) of the D/H ratio in Lampedusa.
781 Table 4 . Two-way analysis of variance (ANOVA) of the number of ribs on shells of Muticaria.
782 Table 5 . Two-way analysis of variance (ANOVA) of the D/H ratio in Muticaria. 
